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Abstract

Every virus is a parasite that cannot exist on its own and is fully dependent on its host. This is the basic condition of its exis-
tence. It is fully dependent on the host and thus it is - a living cell. What kind of living cell? It was found that the carriers of
BLV and the new coronavirus are commensal bacteria of the intestinal tract. HIV carriers are bacteria and yeasts of the in-

testinal and respiratory tract.
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Introduction

When working with the bovine leukosis virus
(BLV), in addition to monitoring the infection by detecting
antibodies against the virus, was also investigated the mech-
anism by which the infection is transmitted from sick ani-
mals to healthy ones. After many years of observation in sta-
bles, it was concluded that the virus is transmitted to
healthy animals by bacteria [data not published]. This as-
sumption was experimentally tested and confirmed by the

results.

Subsequently, the idea was elaborated on the HIV
model in the laboratory of prof. Flossie Wong-Staal (UCSD,
USA) funded by an NIH grant. The project continued after
more than ten years. A cohort of bacteria isolated from the
gastrointestinal tract of 54 Slovak and American HIV/AIDS
patients and a cohort of bacteria and yeast from the throats
of 72 Cambodian and Kenyan HIV-positive children were
gradually prepared [3-14]. PCR products were synthesized
using primers from all major parts of the HIV-1 genome:
gag, pol and env in 85-90% of those tested. On the other
hand, PCR products using the above primers were identi-
fied in respiratory bacteria and yeast Candida albicans in
35% of Cambodian and 38% of Kenyan HIV-positive chil-
dren. Synthesized PCR products of tested patients were se-
quenced. An average of 90% homology with HIV-1 isolate
HXB2 (HIVHX2CG) was detected.

The samples were further tested for expression of
a bacterial HIV-like protein using MAB against HIV-1 p17,
p24, p55, gp4l and gpl120. By using MAB against HIV-1
proteins p17 and p55, the protein with the molecular weight
of 55 kDa was detected in samples of both cohorts tested.
Using MAb against HIV-1 specific protein gp41, the pro-
tein of 41 kDa was identified in 30-35% of samples from
children patients from Kenya and Cambodia and in 75% of
samples from American and Slovak patients. Use of Mabs
against gp120 was detected the corresponding protein only
in Candida species protein extracts from Cambodian and
Kenyan HIV positive children. These differences may
suggest diverse bacterial evolution in various geographical

areas.

Subsequently, rectal swabs were taken from people
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who had overcome infection with the new coronavirus. The
RT PCR test found that 83% of infected people have the
coronavirus in carriers in the intestinal tract, more than
four weeks after overcoming the infection [15-19]. In many
cases, carriers containing the virus can penetrate the intesti-
nal tract, settle for months or years, multiply and mutate. If
immunity is weakened, the virus can enter the body and in-
fect the infected person and others. These results confirmed
that many, if not all, viruses can be carried by bacteria, yeast

or other unicellular organisms.

HIV, after transmission to a person, travels further
to the cells of the recipient's hematopoietic system. After the
contact of the viral tentacles with the CD4 receptor, the
virus penetrates the recipient cell and begins the process of
tissue destruction. Once the virus is eliminated in the target
hematopoietic cells by conventional treatment approaches
such as HAART and activation of the immune system, the
infection is suppressed and the patient can be declared
cured. The virus leaves the hematopoietic system after this
therapy. However, carriers containing HIV can penetrate
the intestinal tract, settle for months or years and multiply
under optimal conditions. The vast majority, practically ev-
eryone infected, has a weakened immune system and there-
fore must take antiviral drugs even after therapy, so that the
virus in carriers cannot enter the body from the intestinal
tract, infect it again and infect other individuals by excret-
ing HIV from the mouth, nose, but also from the anus in

the stool.

The claim that HIV was transmitted to humans
from monkeys about 100 years ago has not been sufficiently
confirmed. The spread, incubation period, and other symp-
toms of the Black Death (in 1346) led to the theory that he-
morrhagic viruses may have caused the epidemic [1,2].
Based on our results, we concluded that the agent that parti-
cipated in the epidemic could have been HIV. Our consider-
ation is strongly supported by the CCR5delta 32 mutation
which protects against HIV infection and based on mathe-
matical model has been present in the Caucasian popula-
tion for over 2000 years. The plague ultimately resulted in a
reduction in the number of HIV carriers and an increase in
the number of CCR5D32 mutations in the Caucasian popu-
lation to 10% or to 20% in the northern regions of Europe.

The lack of an epidemic and subsequent sanitation process
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in sub-Saharan Africa prevented the deletion of HIV genet-
ic information from this population, and explains the
absence of the CCR5D32 mutation [12-14].

However, if the HIV in the carrier reaches the in-
testinal tract, the vaccines are not effective there. They are ef-
fective only in the target cells of the hematopoietic system.
For this reason, a reliable and effective vaccine against HIV

has not yet been developed.

The virus can exist in the intestinal and respirato-
ry tract practically without limitation only in a carrier - a
bacterium, a yeast, or another single-celled organism. It can
exist there for years and can induce repeated infections.
This depends on many factors, especially on the state of
health of the person, on the quality of his immune system
and on the composition of the microflora. If the carrier of
the virus is not detected and removed, the infections can
constantly recur and the body will not get rid of the virus.
By identifying virus carriers and their subsequent elimina-
tion, we destroy the virus at the same time. Only in this way
can we be sure that the virus is eliminated without the appli-
cation of expensive vaccines. Based on these results, it was
concluded that many, if not all, viruses can be carried and
transmitted by bacteria, yeasts, or other unicellular or-
ganisms that are part of the microflora. A virus, like a para-
site, is not a full-fledged biological form, and therefore it is
difficult to fight it. Its main weakness is that it cannot exist
by itself, it cannot reproduce, and therefore it needs carri-
ers. Carriers are a complete biological form and can be elimi-

nated.

Material and Methods

A swab is taken from the patient's rectum and a
test for the presence of HIV is performed. In the case of a
positive result, the swab is transferred to LB, or another
more complex growth medium and incubated overnight at
37 degrees. On the next day, ungrown bacteria are diluted
on Petri dishes with agar so that we get 15-25 colonies per
Petri dish. The bacteria from each colony are transferred to
10-15 ml of growth medium and incubated overnight. On
the next day, each colony is tested for the presence of HIV.
Colonies with HIV are consequently tested for sensitivity or

resistance to several antibiotics. An antibiotic that destroys
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all HIV colonies is applied to the patient. Ten days after the
application of the antibiotic, the rectal swab is tested again.
In the case of a negative result, the patient can be consid-
ered HIV-free, that is, cured. Testing is repeated regularly.
After the antibiotics have worn off, probiotics with prebi-
otics should be applied. Problems can arise in the analysis
of bacteria, because it was found that several strains of bacte-
ria - E. coli, Proteus mirabilis, Enterobacter aerogenes, in
throat swabs mainly MR Staphylococcus aureus, Klebsiella
pneumonia, Staphylococcus pyrogenes - like to accept HIV.
Finding an ATB that destroys all HIV-containing bacteria

may not be easy.

Discussion

By revealing the reservoir of viruses hidden in the
carriers in the intestinal tract, it allows the subsequent carri-
ers with viruses to be eliminated and thus prevent further in-
fections. We know very little about the contents of our in-
testinal tract. No one really examines him. We naively think
that our intestinal tract is fine, but it is very likely not so.
The intestinal tract is a very important organ - it is on the
border of two kingdoms in our body - eukaryotic and
prokaryotic. We have to live in symbiosis with the content
of the intestinal tract, we cannot exist without it. But there
have been big changes here. The use of antibiotics, drugs
and medicines created enormous pressure that sensitive mi-
crobes mostly did not survive. However, their infinite varia-
bility - each bacterium is unique - allowed them to survive.
Legally, one bacterium out of 10 million survived, creating a
new clone that are resistant. This process is constantly re-
peated and new resistant forms of bacteria are created. And
the original bacteria that lived in symbiosis with the organ-
ism, having acquired resistance, lost this ability to a large ex-
tent. Their goal - to survive, to adapt to the new situation

forced them to forget, to disrespect the host.

The limitless willingness of bacteria to accept for-
eign genetic information, is one of their most basic proper-
ties. Receiving new genetic information gives bacteria a bet-
ter chance of survival, existence and advances them in devel-
opment. On the one hand, this is a very positive feature, be-
cause without it there would be no evolution, without
which there would be no human population and no music.

Detailed knowledge of how viruses interact with their bacte-
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rial carriers at the molecular level is needed. The virus can
exist independently in the carrier, but it is quite possible
that the viral DNA is integrated into the bacterial genome.
On the other hand, bacteria cannot identify pathogens - in-
cluding viruses - and by accepting them, they become carri-
ers of genetic material that can induce diseases in humans.
In such cases, it is necessary to intervene and eliminate

pathogens.

This also applies to the most common - the flu
virus It attacks people especially in autumn and winter.
Where does he go then? This question is very important.
Will he travel back to China or Hong Kong on a return
flight next October? The virus in carriers does not travel
anywhere, it remains in the intestinal tract of the infected
and is under the control of the immune system. If the im-
mune system of an infected person is weakened - common
colds, illnesses, infections, injuries - the carrier with the
virus multiplies, penetrates the infected body and can infect

others. This cycle repeats itself every year.

Conclusion

The discovery of the presence of BLV, HIV and
the novel coronavirus hidden in carriers in the intestinal
tract opened the gate. It is the first direct evidence of viral
pathogens localized in our intestinal tract. Detailed knowl-
edge of how viruses interact with their bacterial carriers at
the molecular level is needed. The virus can exist indepen-
dently in the carrier, but it is possible that the viral DNA is
integrated into the bacterial genome. It can be assumed that
we can have a lot of viral and other pathogens in the intesti-
nal tract and they are the inducers of many diseases. I as-
sume that their elimination will radically improve the

health of the entire human population.

The accumulation of carrier viruses in the intesti-

nal tract is constantly increasing as new and new viral infec-
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tions arrive - see the global capture of large amounts of nov-
el coronavirus in sewage after the epidemic subsides
[21,22]. This represents a biological time bomb for the hu-
man population in the future. By detecting virus carriers
and their subsequent elimination - with antibiotics, drugs
and other methods - we also eliminate viruses. In this way,
all viral infections can be stopped.

The complete elimination of HIV in its reservoir
of the intestinal tract allows the infected to live without ac-
cepting antiviral preparations. HIV negativity will enable

them to live without suffering and social discrimination.

The stated idea and results can change the situa-
tion in most infectious diseases, especially viral ones. We
need to act now because the contents of our intestinal tract
are constantly deteriorating. It is realistic to assume that
there are other pathogens in the tract that cause various dis-
eases, including degenerative ones. Future research in
medicine should focus on analyzing the context of the in-

testinal tract - that will be the New Medicine.
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